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J.-K. Krüppel-like Factor 4 is Required
for the Expression of Vascular Smooth
Muscle Cell Differentiation
Marker Genes Induced by All-Trans
Retinoic Acid, 313

Wang,F.SeeTan,Yang,Feng,Liu,Cao,and
Mu, 207

Wang, Hao. See Hou, Li, Wang, Qian,
Zhang, Hong, and Guo, 115

Wang, Hong. See Wu, Zhu, He, Barr, and
Klein, 571

Wang, J.,Zhao, L.-Y.,Uyama,T.,Tsuboi, K.,
Wu, X.-X., Kakehi, Y., and Ueda, N.
Expression and Secretion of N-acy-
lethanolamine-hydrolysing
Acid Amidase in Human Prostate
Cancer Cells, 685

Wang, L. See Hou, Li, Qian, Zhang, Hong,
Wang, and Guo, 115

Wang, M. See Rigden, Baier, Ramirez-
Arcos, Liao, and Dillon, 63

Wang, X.-B. See Yin, Ren, Zhu, Zhang,
Huang, and Yan, 591

Wang, Z. See Han, Yan, Huang, Yao, Xi, Li,
Zhou, Hou, Luo, and Ning, 51

Watanabe, M. See Wada, Mitsuda,
Ishihara, Iwasaki, and Asahi, 323

Watanabe, T. See Toraya, Tamura,
Yamanishi, Hieda, and Mori, 437

Wei,Y.,Liu,D.,Ge,Y.,Zhou,F.,Xu,J.,Chen,
H., Gu, J., and Jiang, J. Identification of
E1AFasaTargetGeneofE2F1-induced
Apoptosis in Response to DNA Damage,
539

Wen, J.-K. See Wang, Han, and Zhao, 313
Wu, G.D., Wang, H., Zhu, H., He, Y., Barr,

M.L., and Klein, A.S. Genetic
Modulation of CD44 Expression by
Intragraft Fibroblasts, 571

Wu, X. See Zhang, Han, Lin, and Yan, 781
Wu, X.-X. See Wang, Zhao, Uyama, Tsuboi,

Kakehi, and Ueda, 685

X

Xi, D. See Han, Yan, Huang, Yao, Wang, Li,
Zhou, Hou, Luo, and Ning, 51

Xu,H.-M.SeeSami,Höti,Shen,andHuang,
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Grabowska, Paika, 409

nicotine, apoptosis, ER stress, glucose-
regulated protein 78, PC12 cell,
Sasaya, Utsumi, Shimoke, Nakayama,
Matsumura, Fukunaga, Ikeuchi, 251

nitric oxide, advanced glycation end pro-
ducts, apoptosis, glycation, microglia,
Khazaei, Habibi-Rezaei, Karimzadeh,

Moosavi-Movahedi, Sarrafnejhad,
Sabouni , Bakhti, 197

NMR, backbone dynamics, ketosteroid iso-
merase, mutant, relaxation, Lee, Yoon,
Jang, Kim, Cha, Hong, Choi, Lee, 159

NMR, dimeric protein, equilibrium unfold-
ing, ketosteroid isomerase, urea, Lee,
Jang, Cha, Moon, Hong, Choi, Lee, 215

non-coding RNA, peptide nucleic acid, ribo-
somal RNA, RNA isolation, transfer
RNA, Ohtsuki, Fujimoto, Kamimukai,
Kumano, Kitamatsu, Sisido, 415

noraristreromycin, NF-kB, IKK, phosphor-
ylation, transcription, Asamitsu,
Yamaguchi, Nakata, Hibi, Victoriano,
Imai, Onozaki, Kitade, Okamoto, 581

norovirus, 3C-like protease, catalytic triad,
serine-like cysteine protease, serine
protease, Someya, Takeda, Wakita, 771

Notch, Fringe, O-fucose, O-fucosyltransfer-
ase, O-glucose, Okajima, Matsuura,
Matsuda, 1

nucleic acid therapeutics, gene correc-
tion, genetic engineering, rpsL gene,
single-stranded DNA fragment,
Kamiya, Uchiyama, Nakatsu, Tsuzuki,
Harashima, 431

nucleocapsid protein, gene regulation,
hfgl2, prothrombinase, SARS-CoV,
Han, Yan, Huang, Yao, Wang, Xi, Li,
Zhou, Hou, Luo, Ning, 51

nucleotide excision repair, DNA repair,
methyltransferase, O6-methylguanine,
Ogt, Morita, Nakagawa, Kuramitsu,
Masui, 267

nudix hydrolase, peroxisomes, acyl-CoA
thioesterase, peroxisome proliferator-
activated receptor-a, coenzyme A,
Reilly, Tillander, Ofman, Alexson,
Hunt, 655

O

O-fucose, Fringe, Notch, O-fucosyltransfer-
ase, O-glucose, Okajima, Matsuura,
Matsuda, 1

O-fucosyltransferase, Fringe, Notch, O-
fucose, O-glucose, Okajima, Matsuura,
Matsuda, 1

O-glucose, Fringe, Notch, O-fucose, O-fuco-
syltransferase, Okajima, Matsuura,
Matsuda, 1

O6-methylguanine, DNA repair, methyl-
transferase, nucleotide excision repair,
Ogt, Morita, Nakagawa, Kuramitsu,
Masui, 267

Ogt, DNA repair, methyltransferase,
nucleotide excision repair, O6-methyl-
guanine, Morita, Nakagawa,
Kuramitsu, Masui, 267

oligomannose, complement C3, CR3, C-type
lectin, macrophage, Abe, Kuroda,
Kuboki, Matsushita, Yokoyama,
Kojima, 563

ontogeny, fatty acid desaturase, fatty acid
elongase, lipid metabolism, lifespan,

RNA interference, Horikawa, Nomura,
Hashimoto, Sakamoto, 149

origins of life, amino acid catalysts, energy
acquiring central pathway, primitive
metabolism, thermophiles, Shimizu,
Yamagishi, Kinoshita, Shida, Oshima,
383

P

p21, angiogenesis, cervical cancer, p53,
valproic acid, Sami, Höti, Xu, Shen,
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p21, p53, Sami, Höti, Xu, Shen, Huang,
357

vimentin, electron microscopy, intermedi-
ate filament, site-directed mutagen-
esis, viscosity, Gohara, Nishikawa,
Takasaki, Ando, 675

viscosity, electron microscopy, intermediate
filament, site-directed mutagenesis,
vimentin, Gohara, Nishikawa,
Takasaki, Ando, 675

VSMC, all-trans retinoic acid, expression,
KLF4, marker gene, Wang, Han, Zhao,
Wen, 313

W

wound infection, carbon fibre, smart
bandage, urate, uric acid, Sharp,
Forsythe, Davis, 87

X

X-ray crystallographic structure, enzyme
activity, hen lysozyme, mutation anal-
ysis, stability, Goto, Ohkuri, Shioi,
Abe, Imoto, Ueda, 619

Z

ZZ domain, antibody-mediated targeting,
bionanocapsule, insect cell expression
system, protein delivery, Kurata,
Shishido, Muraoka, Tanaka, Ogino,
Fukuda, Kondo, 701

xviii INDEX TO KEY WORDS



THE JOURNAL
OF

BIOCHEMISTRY
EDITED FOR

THE JAPANESE BIOCHEMICAL SOCIETY
VOLUME 144, 2008

E D I T O R I A L B O A R D

Editor-in-Chief
Naoyuki TANIGUCHI (Suita)

Editors

JB Reviews Sen-itiroh HAKOMORI (Seattle)
Atsushi MIYAJIMA (Tokyo)

Biochemistry Gerald W. HART (Baltimore)
Seiki KURAMITSU (Toyonaka)
Bettie Sue MASTERS (San Antonio)
Akemi SUZUKI (Hiratsuka)

Molecular Biology Walter NEUPERT (München)
Yoshihide TSUJIMOTO (Suita)

Cell Frank D. BÖHMER (Jena)
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Yann GUÉRARDEL (Villeneuve d’Ascq) Masayasu KOJIMA (Kurume) (Higashi-Hiroshima)
Robert S. HALTIWANGER (Stony Brook) Hiroki KONDO (Iizuka) Ryo TAGUCHI (Tokyo)
Toshiharu HASE (Suita) Michiko KONNO (Tokyo) Yoshinao WADA (Izumi)
Yasuhiro HASHIMOTO (Fukushima) Yasunori KOZUTSUMI (Kyoto) Keisuke WAKASUGI (Tokyo)
Kihachiro HORIIKE (Otsu) Ryoji MASUI (Toyonaka) Akihiko YOSHIMURA (Fukuoka)
Yoshizumi ISHINO (Fukuoka) Catharina Taiko MIGITA (Yamaguchi) Tohru YOSHIMURA (Nagoya)
Makoto ITO (Fukuoka) Toru NAKAYAMA (Sendai) Junn YANAGISAWA (Tsukuba)
Kenji KADOMATSU (Nagoya) Hisashi NARIMATSU (Tsukuba)

Molecular Biology
Masato ENARI (Tokyo) Katsuyoshi MIHARA (Fukuoka) Kazuhiro SAKAMAKI (Kyoto)
Toshiya ENDO (Nagoya) Masayuki MIURA (Tokyo) Shigeomi SHIMIZU (Tokyo)
Masatoshi FUJITA (Tokyo) Masamichi MURAMATSU (Kanazawa) Kaoru SUGASAWA (Kobe)
Tetsuro KOKUBO (Yokohama) Kazuhiro NAGATA (Kyoto) Minoru TAKATA (Kyoto)
Won-Jae LEE (Seoul) Kunihiro OHTA (Tokyo) Tohru YOSHIHISA (Nagoya)
Roland LILL (Marburg) Takashi OSUMI (Hyogo)

Cell
Tomoichiro ASANO (Hiroshima) Michael KLAGSBRUN (Boston) Chie SAKANAKA

Mitsunori FUKUDA (Sendai) Hitoshi KUROSE (Fukuoka) (South San Francisco)
Masato HASEGAWA (Tokyo) Noboru MIZUSHIMA (Tokyo) Takuya SASAKI (Tokushima)
Thorsten HEINZEL (Jena) Tatsushi MUTA (Sendai) Kiyotoshi SEKIGUCHI (Suita)
Hidenori ICHIJO (Tokyo) Hideaki NAGASE (London) Roger K. SUNAHARA (Ann Arbor)
Yasuki ISHIZAKI (Maebashi) Koh-ichi NAGATA (Kasugai) Kazuma TANAKA (Sapporo)
Bong-Kiun KAANG (Seoul) Kazuhisa NAKAYAMA (Kyoto) Keiko UDAKA (Nankoku)
Dimitris KARDASSIS (Heraklion) Hitoshi OHMORI (Okayama) Tamotsu YOSHIMORI (Suita)

Biotechnology
Toshihiko EKI (Toyohashi) Mitsuhiro ITAYA (Tsuruoka) Makoto MAKISHIMA (Tokyo)
Yoshihisa HAGIHARA (Ikeda) Yasushi KAWATA (Tottori) Tomoaki MATSUURA (Suita)
Jun HIRABAYASHI (Tsukuba) Katsumi MAENAKA (Fukuoka) Hiroshi UEDA (Tokyo)

COPYRIGHT, 2008 � BY THE JAPANESE BIOCHEMICAL SOCIETY

PUBLISHED

BY

THE JAPANESE BIOCHEMICAL SOCIETY



CONTENTS OF VOLUME 144

PAGE

No. 1, July, 2008

JB Minireviews—New Paradigm in Glycobiology

Biological Functions of Glycosyltransferase Genes Involved
in O-fucose Glycan Synthesis

T. Okajima, A. Matsuura and
T. Matsuda

1

Heparan Sulphate Biosynthesis and Disease S. Nadanaka and H. Kitagawa 7

Rapid Communication

Requirement of Ala Residues at g Position in Heptad
Sequence of a-Helix-forming Peptide for Formation
of Fibrous Structure

G. Aoki, T.K. Yamada, M. Arii,
S. Kojima and T. Mizoguchi

15

Regular Papers

Chemical Modulation of the Chaperone Function of Human
aA-Crystallin

A. Biswas, S. Lewis, B. Wang,
M. Miyagi, P. Santoshkumar,
M.H. Gangadhariah and R.H. Nagaraj

21

Bromophenol Blue Binding as a Probe to Study Urea and
Guanidine Hydrochloride Denaturation of Bovine Serum
Albumin

A.A.A. Halim, H.A. Kadir and
S. Tayyab

33

SUMO Assay with Peptide Arrays on Solid Support: Insights
into SUMO Target Sites

K. Schwamborn, P. Knipscheer,
E. van Dijk, W.J. van Dijk,
T.K. Sixma, R.H. Meloen and
J.P.M. Langedijk

39

The Nucleocapsid Protein of SARS-CoV Induces Transcription
of hfgl2 Prothrombinase Gene Dependent on C/EBP Alpha

M. Han, W. Yan, Y. Huang, H. Yao,
Z. Wang, D. Xi, W. Li, Y. Zhou,
J. Hou, X. Luo and Q. Ning

51

Identification of the Coiled-coil Domains of Enterococcus
faecalis DivIVA that Mediate Oligomerization and their
Importance for Biological Function

M.D. Rigden, C. Baier, S. Ramirez-
Arcos, M. Liao, M. Wang and
J.-A.R. Dillon

63

Investigating a Catalytic Mechanism of Hyperthermophilic
L-Threonine Dehydrogenase from Pyrococcus horikoshii

N. Higashi, K. Tanimoto, M. Nishioka,
K. Ishikawa and M. Taya

77

Carbon Fibre Composites: Integrated Electrochemical Sensors
for Wound Management

D. Sharp, S. Forsythe and J. Davis 87

Chemical and Apoptotic Properties of Hydroxy-Ceramides
Containing Long-Chain Bases with Unusual Alkyl Chain
Lengths

M. Kyogashima, K. Tadano-Aritomi,
T. Aoyama, A. Yusa, Y. Goto,
K. Tamiya-Koizumi, H. Ito, T. Murate,
R. Kannagi and A. Hara

95

Purification and Characterization of a Copper-Containing
Amine Oxidase from Mycobacterium Sp. Strain JC1 DSM
3803 Grown on Benzylamine

H.-I. Lee, Y.M. Kim and Y.T. Ro 107

Humanization of an Anti-CD34 Monoclonal Antibody by
Complementarity-determining Region Grafting Based
on Computer-assisted Molecular Modelling

S. Hou, B. Li, L. Wang, W. Qian,
D. Zhang, X. Hong, H. Wang and
Y. Guo

115



Direct Observation of Conformational Folding Coupled with
Disulphide Rearrangement by Using a Water-soluble
Selenoxide Reagent—A Case of Oxidative Regeneration
of Ribonuclease A under Weakly Basic Conditions

M. Iwaoka, F. Kumakura, M. Yoneda,
T. Nakahara, K. Henmi, H. Aonuma,
H. Nakatani and S. Tomoda

121

No. 2, August, 2008

JB Minireviews—New Paradigm in Glycobiology

Simple Primary Structure, Complex Turnover Regulation
and Multiple Roles of Hyaluronan

N. Itano 131

Concept, Strategy and Realization of Lectin-based
Glycan Profiling

J. Hirabayashi 139

Regular Papers

Elongation and Desaturation of Fatty Acids are Critical
in Growth, Lipid Metabolism and Ontogeny of
Caenorhabditis elegans

M. Horikawa, T. Nomura,
T. Hashimoto and K. Sakamoto

149

15N NMR Relaxation Studies of Y14F Mutant of
Ketosteroid Isomerase: The Influence of Mutation
on Backbone Mobility

H.J. Lee, Y.J. Yoon, D.S. Jang,
C. Kim, H.J. Cha, B.H. Hong,
K.Y. Choi and H.C. Lee

159

Susceptibilities of Phospholipid Membranes Containing
Cholesterol or Ergosterol to Gramicidin and its
Derivative Incorporated in Lysophospholipid Micelles

N. Yoshida, T. Mita and M. Onda 167

Modulation of Glucose Uptake in a Human
Choriocarcinoma Cell Line (BeWo) by Dietary
Bioactive Compounds and Drugs of Abuse

J.R. Araújo, P. Gonçalves and
F. Martel

177

Evidence for Mitochondrial Localization of P5, a Member
of the Protein Disulphide Isomerase Family

T. Kimura, T. Horibe, C. Sakamoto,
Y. Shitara, F. Fujiwara, T. Komiya,
A. Yamamoto, T. Hayano,
N. Takahashi and M. Kikuchi

187

Microglial Cell Death Induced by Glycated Bovine Serum
Albumin: Nitric Oxide Involvement

M.R. Khazaei, M. Habibi-Rezaei,
F. Karimzadeh, A.A. Moosavi-
Movahedi, A.A. Sarrafnejhad,
F. Sabouni and M. Bakhti

197

Characterization and Secondary Structure Analysis
of Endostatin Covalently Modified by Polyethylene
Glycol and Low Molecular Weight Heparin

H. Tan, S. Yang, Y. Feng, C. Liu,
J. Cao, G. Mu and F. Wang

207

NMR Studies on the Equilibrium Unfolding of Ketosteroid
Isomerase by Urea

H.J. Lee, D.S. Jang, H.J. Cha,
H.S. Moon, B.H. Hong,
K.Y. Choi and H.C. Lee

215

Protein Methyltransferase Activities in Commercial In vitro
Translation Systems

R.B. Denman 223

Purification and Kinetic Characterization of
6-Phosphofructo-1-kinase from the Liver of Gilthead
Sea Bream (Sparus Aurata)

D. Mediavilla, I. Metón and
I.V. Baanante

235

PAGE

xxii CONTENTS OF VOLUME 144



Molecular Characterization, Heterologous Expression and
Kinetic Analysis of Recombinant Plasmodium falciparum
Thymidylate Kinase

M. Kandeel and Y. Kitade 245

Nicotine Suppresses Tunicamycin-Induced, But Not
Thapsigargin-Induced, Expression of GRP78 during ER
Stress-Mediated Apoptosis in PC12 Cells

H. Sasaya, T. Utsumi, K. Shimoke,
H. Nakayama, Y. Matsumura,
K. Fukunaga and T. Ikeuchi

251

Protein Tyrosine Phosphatase Receptor Type Z
Dephosphorylates TrkA Receptors and Attenuates
NGF-dependent Neurite Outgrowth of PC12 Cells

T. Shintani and M. Noda 259

An O6-methylguanine-DNA Methyltransferase-like Protein
from Thermus thermophilus Interacts with a Nucleotide
Excision Repair Protein

R. Morita, N. Nakagawa,
S. Kuramitsu and R. Masui

267

No. 3, September, 2008

JB Minireviews—New Paradigm in Glycobiology

Plasma Membrane-associated Sialidase as a Crucial Regulator
of Transmembrane Signalling

T. Miyagi, T. Wada, K. Yamaguchi,
K. Hata and K. Shiozaki

279

Biosynthesis, Remodelling and Functions of Mammalian
GPI-anchored Proteins: Recent Progress

T. Kinoshita, M. Fujita and Y. Maeda 287

Regular Papers

Characterization of Pyridoxal 5’-Phosphate-Binding Domain
and Folding Intermediate of Bacillus subtilis Serine
Hydroxymethyltransferase: an Autonomous Folding Domain

A.N. Bhatt and V. Bhakuni 295

Crystal Structure of Pyruvate Kinase from Geobacillus
stearothermophilus

K. Suzuki, S. Ito, A. Shimizu-Ibuka
and H. Sakai

305
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